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SEQUENCE LISTING 

<110> EXELIXIS, INC. 

<120> LOC169505 AS MODIFIER OF THE APC AND AXIN PATHWAYS AND METHODS OF 
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<150> US 60/429,060 
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<160> 5 

<170> Patentln version 3.2 

<210> 1 

<211> 919 

<212> DNA 

<213> Homo sapiens 



<400> 1 
cgagcttggg 


ttatggcggc 


gccgggcgcg 


ctgctggtga 


tgggcgtgag 


cggctcgggg 


60 


aaatccaccg 


tgggcgccct 


gctggcatct 


gagctgggat 


ggaaattcta 


tgatgctgat 


120 


gattatcacc 


cggaggaaaa 


tcgaaggaag 


atgggaaaag gcataccgct 


caa fcgaccag 




gaccggattc 


catggctctg 


taacttgcat 


gacattttac 


taagagatgt 


agcctcggga 


240 


cagcgtgtgg 


ttctagcctg 


ttcagccctg 


aagaaaacgt 


acagagacat 


attaacacaa 


300 


ggaaaagatg 


gtgtagctct 


gaagtgtgag 


gagtcgggaa 


aggaagcaaa 


gcaggctgag 


360 


atgcagctcc 


tggtggtcca 


tctgagcggg 


tcgtttgagg 


tcatctctgg 


acgcttactc 


420 


aaaagagagg 


gacattttat 


gccccctgaa 


ttattgcagt 


cccagtttga 


gactctggag 


480 


cccccagcag 


ctccagaaaa 


ctttatccaa 


ataagtgtgg 


acaaaaatgt 


ttcagagata 


540 


attgctacaa 


ttatggaaac 


cctaaaaatg 


aaatgacaat 


gattttgtat 


cagtggtcca 


600 


aacagaacta 


agcataaatc 


attgtgccat 


cccaaacctc 


gttccagccg 


ccttgcccat 


660 


actagattct 


aaatgtttct 


aaaggcaaac 


cccaatgtgt 


caagacagac 


ttgtttaggt 


720 


gtaattttag 


gaattatgct 


ggttcatcag 


gaagcagagg gggagtttta 


aaagtcaagc 


780 


ttaaattgaa 


gtttaaattc 


atctataacc 


aaatcaaatg 


atcagaggaa 


attctgtaat 


840 


caatgctgga 


aatcgttaca 


ttgtttagaa 


cattcttgct 


catgcctgta 


tttgcacaaa 


900 


taaatgaaac 


ttcgctgtc 
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<211> 932 

<212> DNA 

<213> Homo sapiens 












<400> 2 

gacgggaagg agccgagctt 


gggttatggc 


ggcgccgggc 


gcgctgctgg 


tgatgggcgt 


60 



1 
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gagcggctcg 


gggaaatcca 


ccgtgggcgc 


cctgctggca 


tctgagctgg gatggaaatt 


120 


ctatgatgct 


gatgattatc 


acccggagga 


aaatcgaagg aagatgggaa aaggcatacc 


180 


gctcaatgac 


caggaccgga 


ttccatggct 


ctgtaacttg catgacattt 


tactaagaga 


240 


tgtagcctcg 


ggacagcgtg 


tggttctagc 


ctgttcagcc 


ctgaagaaaa 


cgtacagaga 


300 


catattaaca 


caaggaaaag 


atggtgtagc 


tctgaagtgt 


gaggagtcgg 


gaaaggaagc 


360 


aaagcaggct 


gagatgcagc 


tcctggtggt 


ccatctgagc 


gggtcgtttg 


aggtcatctc 


420 


tggacgctta 


ctcaaaagag 


agggacattt 


tatgccccct 


gaattattgc 


agtcccagtt 


480 


tgagactctg 


gagcccccag 


cagctccaga 


aaactttatc 


caaataagtg 


tggacaaaaa 


540 


tgtttcagag 


ataattgcta 


caattatgga 


aaccctaaaa 


atgaaatgac 


aatgattttg 


600 


tatcagtggt 


ccaaacagaa 


ctaagcataa 


atcattgtgc 


catcccaaac 


ctcgttccag 


660 


ccgccttgcc 


catactagat 


tctaaatgtt 


tctaaaggca aaccccaatg 


tgtcaagaca 


720 


gacttgttta 


ggtgtaattt 


taggaattat 


gctggttcat 


caggaagcag 


agggggagtt 


780 


ttaaaagtca 


agcttaaatt 


gaagtttaaa 


ttcatctata 


accaaatcaa 


atgatcagag 


840 


gaaattctgt 


aatcaatgct 


ggaaatcgtt 


acattgttta 


gaacattctt 


gctcatgcct 


900 


gtatttgcac 


aaataaatga 


aacttcgctg 


tc 
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<210> 3 

<211> 1059 

<212> DNA 

<213> Homo sapiens 

<400> 3 



catggaaaag 


gggcgcggga 


aaaeggggag 


ggegcagagg 


ggcacggccc 


tcactgcccc 


60 


ggccggggcg 


agagcggctc 


cgcccctcga 


gcgccgggta 


ggccggggcc 


ggcggggccc 


120 


ggaaggcgac 


gggaaggagc 


cgagcttggg 


ttatggcggc 


gccgggcgcg 


ctgctggtga 


180 


tgggcgtgag 


cggctcgggg 


aaatccaccg 


tgggcgccct 


gctggcatct 


gagctgggat 


240 


ggaaattcta 


t gat get gat 


gattatcacc 


eggaggaaaa 


tcgaaggaag 


atgggaaaag 


300 


gcataccgct 


caatgaccag 


gaeeggatte 


catggctctg 


taacttgeat 


gacattttac 


360 


taagagatgt 


agecteggga 


cagcgtgtgg 


ttctagcctg 


ttcagccctg 


aagaaaacgt 


420 


acagagacat 


attaacacaa 


ggaaaagatg 


gtgtagctct 


gaagtgtgag 


gagtegggaa 


480 


aggaagcaaa 


gcaggctgag 


atgcagctcc 


tggtggtcca tetgageggg 


tegtttgagg 


540 


tcatctctgg 


acgcttactc 


aaaagagagg 


gacattttat 


gccccctgaa 


ttattgcagt 


600 


cccagtttga 


gactctggag 


cccccagcag 


ctccagaaaa ctttatccaa 


ataagtgtgg 


660 


acaaaaatgt 


ttcagagata 


attgetacaa 


ttatggaaac 


cctaaaaatg 


aaatgacaat 


720 
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gattttgtat cagtggtcca aacagaacta agcataaatc attgtgccat cccaaacctc 780 

gttccagccg ccttgcccat actagattct aaatgtttct aaaggcaaac cccaatgtgt 840 

caagacagac ttgtttaggt gtaattttag gaattatgct ggttcatcag gaagcagagg 900 

gggagtttta aaagtcaagc ttaaattgaa gtttaaattc atctataacc aaatcaaatg 960 

atcagaggaa attctgtaat caatgctgga aatcgttaca ttgtttagaa cattcttgct 1020 

catgcctgta tttgcacaaa taaatgaaac ttcgctgtc 1059 

<210> 4 

<211> 688 

<212> DNA 

<213> Homo sapiens 

<400> 4 

actcagatct atttaggtga cactatagaa gagccaagct gctcgagccg ccaccatggg 60 

atccgcggcg ccgggcgcgc tgctggtgat gggcgtgagc ggctcgggga aatccaccgt 120 

gggcgccctg ctggcatctg agctgggatg gaaattctat gatgctgatg attatcaccc 180 

ggaggaaaat cgaaggaaga tgggaaaagg cataccgctc aatgaccagg accggattcc 240 

atggctctgt aacttgcatg acattttact aagagatgta gcctcgggac agcgtgtggt 300 

tctagcctgt tcagccctga agaaaacgta cagagacata ttaacacaag gaaaagatgg 360 

tgtagctctg aagtgtgagg agtcgggaaa ggaagcaaag caggctgaga tgcagctcct 420 

ggtggtccat ctgagcgggt cgtttgaggt catctctgga cgcttactca aaagagaggg 480 

acattttatg ccccctgaat tattgcagtc ccagtttgag actctggagc ccccagcagc 540 

tccagaaaac tttatccaaa taagtgtgga caaaaatgtt tcagagataa ttgctacaat 600 

tatggaaacc ctaaaaatga aagaattcgg tagcggcgac tacaaggacg atgacgataa 660 

gtgagcggcc gcctcggcca aacatcga 688 

<210> 5 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Ala Ala Pro Gly Ala Leu Leu Val Met Gly Val Ser Gly Ser Gly 
15 10 15 

Lys Ser Thr Val Gly Ala Leu Leu Ala Ser Glu Leu Gly Trp Lys Phe 
20 25 30 

Tyr Asp Ala Asp Asp Tyr His Pro Glu Glu Asn Arg Arg Lys Met Gly 
35 40 45 
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Lys Gly He Pro Leu Asn Asp Gin Asp Arg He Pro Trp Leu Cys Asn 
50 55 60 



Leu His Asp He Leu Leu Arg Asp Val Ala Ser Gly Gin Arg Val Val 
65 70 75 80 



Leu Ala Cys Ser Ala Leu Lys Lys Thr Tyr Arg Asp He Leu Thr Gin 
85 90 95 



Gly Lys Asp Gly Val Ala Leu Lys Cys Glu Glu Ser Gly Lys Glu Ala 
100 105 110 



Lys Gin Ala Glu Met Gin Leu Leu Val Val His Leu Ser Gly Ser Phe 
115 120 125 



Glu Val He Ser Gly Arg Leu Leu Lys Arg Glu Gly His Phe Met Pro 
130 135 140 



Pro Glu Leu Leu Gin Ser Gin Phe Glu Thr Leu Glu Pro Pro Ala Ala 
145 150 155 160 



Pro Glu Asn Phe He Gin He Ser Val Asp Lys Asn Val Ser Glu He 
165 170 175 



He Ala Thr He Met Glu Thr Leu Lys Met Lys 
180 185 
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